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3 <110> APPLICANT: HIATT, ANDREW C. 

4 HEIN, MICH B. 

6 <120> TITLE OF INVENTION: METHODS FOR PRODUCING IMMUNOGLOBULINS CONTAINING 

7 PROTECTION PROTEINS IN PLANTS AND THEIR USE 
9 <130> FILE REFERENCE: EPI3002E 

11 <140> CURRENT APPLICATION NUMBER: 09/982,107 

12 <141> CURRENT FILING DATE: 2001-10-16 
14 <160> NUMBER OF SEQ ID NOS : 19 

16 <170> SOFTWARE: Patentln Ver. 2.1 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 3517 

20 <212> TYPE: DNA 

21 <213> ORGANISM: Oryctolagus cuniculus 

23 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

25 <222> LOCATION: ( 124 )..( 2445 ) 

27 <400> SEQUENCE: 1 

28 ggccggggtt acgggctggc cagcaggctg tgcccccgag tccggtcagc aggaggggaa 60 
30 gaagtggcct aaaatctctc ccgcatcggc agcccaggcc tagtgcccta ccagccacca 120 
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64 gtc aac gtg ctg gtc age cag aag cca gag cct gat gac gtt gtt tac 552 

65 Val Asn Val Leu Val Ser Gin Lys Pro Glu Pro Asp Asp Val Val Tyr 

66 130 135 140 

68 aaa caa tat gag agt tat aca gta acc ate acc tgc cct ttc aca tat 600 

69 Lys Gin Tyr Glu Ser Tyr Thr Val Thr He Thr Cys Pro Phe Thr Tyr 

70 145 150 155 

72 gcg act agg caa eta aag aag tec ttt tac aag gtg gaa gac ggg gaa 

73 Ala Thr Arg Gin Leu Lys Lys Ser Phe Tyr Lys Val Glu Asp Gly Glu 

74 160 165 170 175 

76 ctt gta etc ate att gat tec age agt aag gag gca aag gac ccc agg 696 

77 Leu Val Leu He He Asp Ser Ser Ser Lys Glu Ala Lys Asp Pro Arg 

78 180 185 190 

80 tat aag ggc aga ata acg ttg cag ate caa agt acc aca gca aaa gaa 744 

81 Tyr Lys Gly Arg He Thr Leu Gin He Gin Ser Thr Thr Ala Lys Glu 

82 195 200 205 

84 ttc aca gtc acc ate aag cat ttg cag etc aat gat get ggg cag tat 7 92 

85 Phe Thr Val Thr He Lys His Leu Gin Leu Asn Asp Ala Gly Gin Tyr 

86 210 215 220 

88 gtc tgc cag agt gga age gac ccc act get gaa gaa cag aac gtt gac 

89 Val Cys Gin Ser Gly Ser Asp Pro Thr Ala Glu Glu Gin Asn Val Asp 

90 225 230 235 

92 etc cga ctg eta act cct ggt ctg etc tat gga aac ctg ggg ggc teg 

93 Leu Arg Leu Leu Thr Pro Gly Leu Leu Tyr Gly Asn Leu Gly Gly Ser 

94 240 245 250 255 

96 gtg acc ttt gaa tgt gec ctg gac tct gaa gac gca aac gcg gta gca 

97 Val Thr Phe Glu Cys Ala Leu Asp Ser Glu Asp Ala Asn Ala Val Ala 

98 260 265 270 

100 tec ttg cgc cag gtt agg ggt ggc aat gtg gtc att gac age cag ggg 

101 Ser Leu Arg Gin Val Arg Gly Gly Asn Val Val He Asp Ser Gin Gly 

102 275 280 285 

104 aca ata gat cca gee ttc gag ggc agg ate ctg ttc acc aag get gag 1032 

105 Thr He Asp Pro Ala Phe Glu Gly Arg He Leu Phe Thr Lys Ala Glu 

106 290 295 300 

108 aac ggc cac ttc agt gta gtg ate gca ggc ctg agg aag gaa gac aca 1080 

109 Asn Gly His Phe Ser Val Val He Ala Gly Leu Arg Lys Glu Asp Thr 

110 305 310 315 

112 ggg aac tat ctg tgc gga gtc cag tec aat ggt cag tct ggg gat ggg 1128 

113 Gly Asn Tyr Leu Cys Gly Val Gin Ser Asn Gly Gin Ser Gly Asp Gly 

114 320 325 330 335 

116 ccc acc cag ctt egg caa etc ttc gtc aat gaa gag ate gac gtg tec 1176 

117 Pro Thr Gin Leu Arg Gin Leu Phe Val Asn Glu Glu He Asp Val Ser 

118 340 345 350 

120 cgc age ccc cct gtg ttg aag ggc ttt cca gga ggc tec gtg acc ata 1224 

121 Arg Ser Pro Pro Val Leu Lys Gly Phe Pro Gly Gly Ser Val Thr He 

122 355 360 365 

124 cgc tgc ccc tac aac ccg aag aga age gac age cac ctg cag ctg tat 1272 

125 Arg Cys Pro Tyr Asn Pro Lys Arg Ser Asp Ser His Leu Gin Leu Tyr 

126 370 375 380 

128 etc tgg gaa ggg agt caa acc cgc cat ctg ctg gtg gac age ggc gag 1320 
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